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3 <110> APPLICANT: Parris, Kevin C Kl T P R E D 

4 Somers, William t iNl I Bl I— 

5 Tam , Amy 

6 Lin, Laura 

7 Stahl, Mark 

9 <120> TITLE OF INVENTION: CRYSTAL STRUCTURE OF ACYL CARRIER PROTEIN SYNTHASE 
10 AND ACYL CARRIER PROTEIN SYNTHASE COMPLEX 

12 <130> FILE REFERENCE: 2368/12 

14 <140> CURRENT APPLICATION NUMBER: US 09/771,383 

16 <141> CURRENT FILING DATE: 2001-01-25 

18 <150> PRIOR APPLICATION NUMBER: US 60/17 8,639 

20 <151> PRIOR FILING DATE: 2000-01-28 

22 <160> NUMBER OF SEQ ID NOS : 13 

24 <170> SOFTWARE: Patentin version 3.0 

26 <210> SEQ ID NO: 1 

28 <211> LENGTH: 121 

30 <212> TYPE: PRT 

32 <213> ORGANISM: B. subtilis 
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245 <210> SEQ ID NO: 7 
247 <211> LENGTH: 126 
249 <212> TYPE: PRT 
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280 <210> SEQ ID NO: 8 
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284 <212> TYPE: PRT 

286 <213> ORGANISM: Rickettsia 
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315 <210> SEQ ID NO: 9 

317 <211> LENGTH: 123 

319 <212> TYPE: PRT 

321 <213> ORGANISM: Streptomyces 

323 <400> SEQUENCE: 9 
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